Refinement Details of 1.
Our initial attempt to refine the structure did not yield satisfactory results. We were not able to locate the solvents. The final agreement factors were: R1 = 0.0485, wR2 = 0.1466 and Goof = 1.118 for 2534 reflections (I > 2). After squeezed, the final agreement factors are R1 = 0.0753, wR2 = 0.2414 and Goof = 1.110 for 2534 reflections (I > 2). The solvent accessible volume is 399.4 Å 3 . The dhbdc is disordered. Two disordered components were refined with a common occupancy factor 0.514(4).
Hydrogen bond table: . Our earlier attempts to locate and refine the solvent atoms were not yielded satisfactory results. Hence we resorted to SQUEEZE program and squeezed out the electron densities from the solvent region. In the main structure, two bpeb ligands were disordered. In one bpeb ligand C6-C15 atoms were disordered. In the second bpeb, N3-C35 atoms were disordered. Common occupancy factors were refined for each disorder to 0.683(13) and 0.601(12) respectively. Only isotropric thermal parameters could be refined for the non-hydrogen atoms in the disordered components.
Refinement Details of 3.
The structure refined well. Anisotropic thermal parameters were refined for all the non-hydrogen atoms. The electron densities at the final Fourier difference yielded 0.66 to -0.38 e/Å 3 .
Hydrogen bond Table: D 
